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MAAVSLRLGDLVWGKLGRYPPWPGKI VNP PKDLKKPRGKKCFFVKFFGTEDHAWIKVEQL 
MAAVSLRLGDLVWGKLGRYPPWPGKI VNP PKDLKKPRGKKCFFVKFFGTEDHAWIKVEQL 
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KPYHAHKEEMIKINKGKRFQQAVDAVEEFLRRAKGKDQTS SHNSSDDKNRRNS SEERS RP 
KP YHAHKEEMIKINKGKRFQQAVDAVEEFLRRAKGKDQT S SHNS SDDKNRRNS SEERS RP 
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NSGDEKRKLSLSEGKVKKNMGEGKKRVS SGS SERGSKS PLKRAQEQS PRKRGRPPKDEKD 
NSGDEKRKLSLSEGKVKKNMGEGKKRVS SGS SERGSKS PLKRAQEQS PRKRGRPPKDEKD 
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IiT I PES STVKGMMAGPMAAFKWQPTASEPVKDADPHFHHFLLSQTEKPAVCYQAI TKKLK 
LTI PES STVKGMMAGPMAAFKWQPTASEPVKDAD PHFHHFLLSQTEKPAVCYQAITKKLK 
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MGSGI VSNLLKMGHTVTVWNRTA 
I CEEETGST S IQAADSTAVNGS I TPTDKK I GFLGLGLMGS GI VSNLLKMGHTVTVWNRTA 
ICEE ETGST SI QAADSTAVNGS I TPTD KKIGFLGLGL MGSGI VSNLLKMGHTVTVWNRTA 


EKCDLF I QEGARLGRTPAE VVSTCDITFACVSDPKAAKDLVLGPSGVLQGIRPGKCYVDM 
EKCDLFIQEGARLGRTPAEVVSTCDITFACVSDPKAAKDLVLGPSGVLQGIRPGKCYVDM 
EKHII^IBeGARLGRTPAEVVSTCDITFACVSDPKAAKDLVLGPSGVLQGIRPGKCYVDM 
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S TVD ADTVTELAQVI VSRGGRFLEAP VSGNQQLSNDGMLVI LAAGDRGLYEDCS SCFQAM 
S TVD ADTVTELAQ VI VSRGGRFLEAPVS GNQQLSNDGML VI LAAGDRGLYEDCS SCFQAM 
S TVD ADTVTELAQ VI VS RGG RFLE AP VS GNQQL SNDGML VI LAAGDRGLYEDCS SCFQAM 


GKTSFFLGEVGNAAKMMLI VNMVQGSFMATI AEGLTLAHVTGQSQQTLLDILNQGQLAS I 
GKTSFFLGEVGNAAKMMLI VNMVQGSFMATI AEGLTLAHVTGQSQQTLLDILNQGQLAS I 
GKTSFFLGEVGNAAKMMLI VNMVQGSFMATI AEGLTLAHVTGQSQQTLLDILNQGQLAS I 
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FLDQKCQNI LQGNFKPDFYLKYIQKDLRLAI ALGDAVNHPTPMAAAANEVYKRAKALDQS 
FLDQKCQNILQGNFKPDFYLKYI QKDLRLAI ALGDAVNHPTPMAAAANEVYKRAKALDQS 
FLDQKCQNI LQGNFKPDFYLKYIQKDLRLAI ALGDAVNHPTPMAAAANEVYKRAKALDQS 
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Fig. 1 


